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<210> SEQ ID NO: G 
<211> LENGTH: 186 0 
<212> TYPE: DNA 

<213> ORGANISM: Escherichia coli 

<220> FEATURE: 

<2 2I> NAME/KEY: CDS 

<2 2 2> LOG AT ION : ( 1 ) . . ( 1 8 6 0 ) 

<4 00> SEQUENCE: 6 



E-- > 


402 

4 03 


atg 
48 - 


agt 


ttt 


gat 


att 


gcc 


aaa 


tac 


ccg 


acc 


ctg 
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ctg 


gtc 
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-105 


Me t 
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Leu 
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Leu 


Val 
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4 06 


1 








5 










1 0 
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E __ > 


408 

4 09 


acc 

96 


cag 


gag 


tta 


cga 


ctg 


ttg 


ccg 


aaa 


gag 


agt 


tta 


ccg 


aaa 


etc 


tgc 




411 


Thr 


G i.n 


Glu 


Leu 


Arg 


Leu 


Leu 


Pro 


Lys 


Glu 


Ser 


Leu 


Pro 


Lys 


Leu 


Cys 




4 12 
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E--> 


414 

415 


gac 

:i 4 4 


gaa 


ctg 


cgc 


cgc 


tat 


tta 


etc 


gac. 


age 


gtg 


age 


cgt 


tec 


age 


ggg 




417 


Asp 


Glu 


Leu 


Arg 


Arg 


Tyr 


Leu 


Leu 


Asp 


Ser 


Val 


Ser 


Arg 


Ser 


Ser 


Gly 




4 10 
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4 0 










4 5 








E-- > 


420 

4 21 


cac 

.192 


ttc 


gcc 


tec 


ggg 


ctg 


ggc 


acg 


gtc 


gaa 


ctg 


acc 


gtg 


gcg 


ctg 


cac 




4 23 


His 


Phe 


A3 a 


Ser 


Gly 


Leu 


Gly 


Th r 


Val 


Glu 


Leu 


Thr 


Val 


Ala 


Le u 


His 




4 24 




5 0 










55 










60 










E-- > 


426 

4 27 


tat 

24 0 


gtc 


tac 


aac 


acc 


ccg 


ttt 


gac 


caa 


ttg 


att 


tgg 


gat 


gtg 


ggg 


cat 




4 29 


Tyr 


Val 


Tyr 


Asn 


Thr 


Pro 


Phe 


Asp 


Gin 


Leu 


He 


Trp 


Asp 


Val 


Gly 


His 
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4 3 2 




get 


tat 


ccg 


cat 




att 


txg 


acc 


gga 


cgc 


cgc 


gac 


aaa 


ate 


ggc 




4 3 3 


28 8 


































4 3 5 


Gin 


Ala 


Tvr 


Pro 


a is 


1 .V ^ 


lie 


leu 


Thr 


Glv 


ig 


Ai g 






J. 1 e 


G 1 ^ 




4 36 










85 










90 










95 




e — y 


4 3 8 




ate 


cgt 


cag 


aaa 


ggc 


ggt 


ctg 


cac 


ccg 


ttc 


ccg 


tgg 


cgc 


ggc 


gaa 




4 3 9 


336 


































441 


Thr 


1 .1 e 




G 1 n 


M'S 


G't v 


G 1 v 


LOU 


His 


P ro 


Phe 


Pro 


irp 


Arq 


G 1 v 


Glu 




442 








100 










105 










.1 10 






£i y 


4 4 4 




gaa 


tat 


gac 


gta 


tta 


age 


g c 


ggg 


cat 


tea 


tea 


acc 


tec 


ate 


agt 




44 5 


384 


































4 4 7 




Glu 


Tyr 


sp 


Vcl 1 


Leu 


Ser 


Va. 1 


Gly 


His 


Se r 


Ser 
er 


Th r 


Se r 


Tie 


Ser 
. er 




4 4 8 






\ \ 5 










12 0 










12 5 








> 


4 50 




gga 


att 


ggt 


att 


gcg 


gnn 


get 


gec 


gaa 


aaa 


gaa 


ggc 


aaa 


aa 


cgc 




4 51 


4 3 2 


































4 53 


Ala 




T J e 


G 1 v 


T ] e 




Va J 


Ala 


A I Q 


Glu 


L* *s 


Giu 


r: l v 

G.L/ 




Asn 


Arg 




4 54 




1 3Q 










13 5 










L4 0 










e — y 


4 56 


cgc 


acc 


gtc 


tgt 


gtc 


a t 


ggc 


gat 


ggc 


gcg 


att 


acc 


gca 


ggc 


atg 


gcg 






4 80 


































4 59 




Thr 


Va ] 


C v s 


Vcl ] 


I ] e 


Gly 


ASp 


Gly 


Ala 


lie 


Tli r 


Ala 


G 1 ' • 


MeT 


Ala 




4 60 


14 5 










150 










1 5 5 










16 0 


e — y 






gaa 


gcg 


atg 


aat 


cac 


gcg 


ggc 


gat 


ate 


cgt 


cct 


gat 


atg 


ctg 


gtg 




4 63 


528 
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Pile 


Glu 


P> Lcl 
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Asn 


His 
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asp 


tie 


A 

. rg 


Pro 
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att 
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4 72 
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18 5 
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E--> 
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cat 
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cag 


ctg 


ctt 


tec 


ggt 


aag 


ctt 


tac 


tct 


tea 


ctg 
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r en 
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Ser 


Ser 
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e — y 






gaa 


59C 


ggg 


aaa 


aaa 


gtt 


ttc 


tct 


ggc 


gtg 


ccg 


cca 


att 


aaa 


gag 




48 I 


6 7 2 


































4 8 3 


Arg 


G 1 u 


Gly 


G 1 y 


Lys 


Lys 


Vd 1 


p h e 


Ser 


Gly 


Val 


Pro 


Pro 


Tie 


Lys 


Glu 




484 




210 










215 










220 










E-- > 


4 86 


ctg 


etc 


aaa 


cgc 


acc 


gaa 


gaa 


cat 


att 


aaa 


ggc 


atg 


gta 


gtg 


cct 


ggc 




48 7 


720 


































489 


Leu 


Leu 


Lys 


Arg 


Thr 


0.1 u 


Glu 


Hi s 


Tie 


Lys 


Gly 


Met 


Val 


Val 


Pro 


Gly 




490 


22 5 










230 










235 
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E--> 


492 


acg 


ttg 


ttt 


gaa 


gag 


ctg 


ggc 


ttt 


aac 


tac 


ate 


ggc 


ccg 


gtg 


gac 


ggt 
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768 


































495 


Thr 


Leu 


Phe 


Glu 


Glu 


Leu 


Gly 


Phe 


Asn 


Tyr 


Tie 


Gly 


Pro 


Val 


Asp Gly 




4 96 










24 5 
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25 5 




E-- > 


498 


cac 


gat 


gtg 


ctg 


ggg 


ctt 


ate 


acc 


acg 


eta 


aag 


aac 


atg 


cgc 


gac 


ctg 




4 99 


816 


































501 


His 


Asp 


Va 1 


Leu 


Gly 


Leu 


lie 


Thr 


Thr 


Leu 


Lys 


Asn 


Met 


Arg 


Asp 


Leu 
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E - 




504 


a a. a ggc 


ccg 


cag 


ttc 


ctg 


cat 


ate 


atg 


acc 


aaa 


aaa 


ggt 


cgt 


ggt 


tat 






505 


864 


































5 0 7 


Ly s G 1 y 


P ro 


Gin 


Phe 


leu 


His 


T 3 e 


lie t 


Thr 


h''S 


Lys 


Lily 


.tg 


Giv 


Ly r 






508 




27 5 










280 










285 








E- 




510 
5 11 


gaa CC^ 

9 ] '■> 


gca 


gaa 


aaa 


gac 


ccg 


ate 


act 


ttc 


cac 


gec 


gtg 


cc 


aaa 


ttt 






513 




A J ci 


G 1 u 




A 

sp 


Pro 


T le 


Th r 


^he 


His 


Al a 


Vd 1 


pro 


1 \7 C 

ii >' h> 


Phe 






514 


2 90 










295 










3 0 0 










E - 




516 


gat CCC 


cc 


age 


ggt 


tgt 


ttg 


ccg 


aaa 


agt 


age 


ggc 


ggt 


ttg 


ccg 


age 






5 17 


960 


































519 


Asp I? If o 
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. er 
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Cs 


eu 


P 

ro 


ys 
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DtiX 


01> 






p 

ro 
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305 








310 










315 










3 2 0 


E - 




e o "5 
O d £ 


tat tea 


aaa 


ate 


ttt 


ggc 


gac 


tgg 


ttg 


tgc 


gaa 


acg 


gca 


gcg 


aaa 


gac 






J A J 


1 (\ /i W 


































5 2 5 


lyi Sex 


Ij_Y b 


i xe 


Phe 


oxy 


Abp 


Trp 


Leu 


o^ s 


Glu 


Thr 


Ala 


AI a 


Lv s 








5 2 6 








32 5 










3 30 










33 5 




E - 




^ O ft 
J o 


clclC clcig 


ctg 


a tg 


gcg 


■a 4- + 
all 


act 


ccg 


gcg 


a eg 


cgt 


gaa 


ggt 


tec 


ggc 
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1 ft "a k 
J.U OD 


































5 3 L 


Asn Lys 


,eu 


Mot 


A J t'j 


lie 


T h r 


Pro 
ro 


A J a 


Met 


rg 


G Lu 


G 1 v 


Se r 


1 y 


Me t* 






5 32 






34 0 










34 5 










350 






E - 






gtc gag 


ttt 


tea 


cgt 


aaa 


ttc 


ccg 


gat 


cgc 


tac 


ttc 


gac 


gtg 


gca 


att 






7 ^ 


1.1 U4 


































JO / 


Va 1 G ) u 


Phe 


Ot. r 


Arg 


Lys 


r lie 


Pro 


Asp 


Arg 


Tyr 


le 




Va 1 


A I a 


Tie 






5 38 




3 5 5 










3 6 0 










36 5 








E - 




D*i U 


gec gag 


caa 


cae 


gcg 


gtg 


acc 


ttt 


get 


gcg 


ggt 


c tg 


gcg 


att 


ggt 


ggg 






D H .1 




































D 4 J 






H i s 


Alt] 


Vcl 1 


Thr 


P Jig 


Ala 


A.L (i 


G i. y 


f j<2 u 


A 1 a 


T I i_1 

j re 




G J. j- 






5 4 4 


37 0 










3 75 










380 










E - 


- y 


54 6 


tac a a a 


CCC 


att 


gtc 


gcg 


att 


tac 


tec 


act 


ttc 


ctg 


caa 


cgc 


gec 


ta t 






r % 1 7 

J n / 


1200 


































54 9 


Ty.r Lys 


xo 


X Xts 


V 

a. 


Ala 


Tie 


ly r 


b e r 


Tl 








/.xg 


A t a 


rn 






5 50 


385 








39 0 










39 5 










'J 00 


E - 




5 52 


gat cag 


gtg 


ctg 


cat 


gac 


gtg 


gcg 


att 


caa 


aag 


ctt 


ccg 


gtc 


ctg 


ttc 






5 53 


124 8 


































Jo D 


A S p (j J. I J 


v d 1 


Le u 


His 


Asp 


V a .1. 


Ala 


i j.e 


G 1 n 


Lys 


Leu 


Pro 


Va 1 


Le u 


PUe 






556 








4 05 










4 1 0 










415 




E- 


- > 


558 


gec ate 


gac 


cgc 


gcg 


ggc 


att 


gtt 


ggt 


get 


gac 


ggt 


caa 


acc 


cat 


cag 






5 59 


12 9 6 


































561 


A La lie 


ASp 


Arg 


Ala 


Giy 


He 


Val 


Giy 


Ala 


Asp 


Giy 


G 1 n 


Thr 


ill s 


Gin 






562 






420 










425 










4 30 






E- 


- > 


564 


ggt get 


ttt 


gat 


etc 


tct 


tac 


ctg 


cgc 


tgc 


ata 


ccg 


gaa 


atg 


gtc 


att 






565 


1344 


































567 


Giy Ala 


Phe 


ASp 


Leu 


Ser 


Tyr 


Le u 


Arg 


Cys 


lie 


Pro 


Glu 


Met 


val 


He 






563 




435 










44 0 










445 








E- 


- > 


570 


atg ace 


ccg 


age 


gat 


gaa 


aac 


gaa 


tgt 


cgc 


cag 


atg 


etc 


tat 


acc 


ggc 






571 


1392 


































573 


Met Thr 


Pro 


Ser 


Asp 


Glu 


Asn 


Glu 


Cys 


Arg 


Gin 


Met 


Leu 


Tyr 


Thr 


Giy 






574 


A 5 0 










4 55 










460 










E- 


- > 


576 


tat cae 


tat 


aac 


gat 


ggc 


ccg 


tea 


gcg 


gtg 


cgc 


tac 


ccg 


cgt 


ggc 


aac 
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57 7 


1 4 4 0 
































579 


Tyr fl.is 


Tv JT 


Asn 


A.sp 


G Lv 


P ro 


Sor 


Ala 


Val 


Arg 


T- » r 


Pro 


A-y 


G 1 v 
u xy 


Asn 




580 


46 5 








4 70 










475 










4 80 


£ •> 


5 82 

583 


y y y t*v_- 

14 88 


ggc 


gtg 


gaa 


ctg 


acg 


ccg 


ctg 


gaa 




eta 




att 


ggc 






585 


Ala Val. 




Va 1 


G'l u 


Leu 


Thr 


p i;q 


to u 


Glu 


Lys 


leu 


P ro 


1.1c 


Gl v ' 


jjy 




586 








485 










490 










4 9 5 




JP > 


5 8 8 

589 


ggc att 

'1 536 


gtg 


aag 


cgt 


cgt 




gag 




ctg 


gcg 


ate 


ctt 


aac 


ttt 






591 


G 1 y 1 1 e 


Veil 


LVS 


Arg 


Ax y 


G] v 


Glu 


Lys 


Leu 


Ala 


Tie 


Leu 


Asn 


Phe 


Gl v 




592 






500 










505 










510 






£j > 


594 

595 


1 584 


atg 




gaa 


gcg 


9 C 9 




gtc 


gee 


gaa 


teg 


ctg 




gec 


acg 




59 7 


Thr Leu 


Me t 


P ro 


G J u 


A t 0 


A I a 


Jj> ^ 


Va L 


A 1 a 


Gl u 


Ser 


I eu 


Asn 


A I a 


Thr 




598 




515 










520 










52 5 








£ > 


600 

601 


ctg gtc 

1632 


gat 


a tg 


cgt 


ttt 


gtg 


aaa 


ccg 


ctt 


gat 


gaa 


gcg 


tta 


att 


ctg 




6 0 3 


Leu Val 


Asp 


MOt 


■\rq 


Phe 


val 


Lys 


Pro 


Leu 


^sp 


Glu 


Ala 


Leu 


lie 


Lr-u 




604 


530 










53 5 










54 0 










£ y 


606 

6 07 


gaa atg 
1680 


gec 


gec 


age 


cat 


gaa 


gcg 


ctg 


gtc 


ace 


gta 


gaa 


gaa 


aac 


gec 




60 Q 


vi .1 11 Pit-; l.„ 


Al a 


A] a 


Ser 


H i s 


G 1 u 


Ala 


Leu 


Va 1 


Th r 


Va 1 


G 1 u 


Glu 


Asn 


Ala 




610 


545 








550 










555 










56 0 


E - - > 


612 

6 1 3 


1 72 8 


ggc 


ggc 


gca 


ggc 


age 






aac 


gaa 


9^g 


ctg 


atg 


gec 


cat 




6 ] 5 


J 1 P MP t 


G L v 


G 1 v 


A I a 


G 1 ,f 


Se - 


Gi> 


Val 


Asa 


G ] u 


Va 1 


jeii 


t 
e . 


A 1 a 


• 

is 




616 








56 5 










570 










5 7 5 




E 


618 

619 


cgt aaa 

1776 


cca 


gta 


ccc 


gtg 


ctg 


aac 


a 


ggc 


c g 


ccg 


gac 


° 


ttt 


a t 




6 21 


Arg Lys 


Pro 


val 


Pro 


Val 


Leu 


Asn 


He 




Leu 


p 

ro 


Asp 


Phe 


p ie 


i a. e 




6 22 






580 










585 










c n a 








6 24 

f"« ') ^ 
o z .7 


ccg caa 

1824 


gga 


act 


cag 


gaa 


gaa 


atg 


cgc 


gec 


gaa 


etc 


ggc 


etc 


gat 


gec 




627 


Pro Gin 


Gly 


Thr 


GlTi 


Glu 


Glu 


Me t 


Arg 


Ala 


Glu 


Leu 




Leu 


Asp 


Ala 




628 




595 










600 










605 








E — > 


6 3 0 

631 


get ggt 

186 0 


atg 


gaa 


gec 


aaa 


ate 


aag 


gec 


tgg 


ctg 


gca 












633 


Ala Gly 


Met 


Glu 


Ala 


Lys 


lie 


Lys 


Ala 


Trp 


Leu 


Ala 












634 


610 










615 










620 












637 


<210> SEQ TD HO 


7 


























638 


<211> LENGTH: 897 


























639 


<212> TYPE: 


DNA 




























640 


<213> ORGANISM: 


Escherichia 


coli 


















642 


<22 0> FEATURE : 




























643 


<22:i> NAME/KEY: 


CDS 


























644 


<2 22> LOCATION: 


(1) 


. (097) 






















646 


<4 00> SEQUENCE: 


7 
























E-- > 


647 

64 3 


atg gac 

4 8 


ttt 


ccg 


cag 


caa 


etc 


gaa 


gee 


tgc 


gtt 


aag 


cag 


gec 


aac 


cag 
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650 


Met 


Asp 


Phe 


p ro 


Gin 


Gin 


Lou 


Glu 


Ala 




Val 


Lys 


Gin 


Ala 


A s n 


Gin 






6 5 1 


1 








5 










10 










15 




E - 


_ > 


6 5 3 


gcg 


c tcr 




rat 


ttt 


ate 




cca 


eta 




ttt 


cag 


aac 


act 




at o 
y '-y 






6 54 


96 




































656 


Ala 


LtMl 


Ser 


Arcj 


P he 


1 1 e 


Ala 


Pro 


leu 


Pro 


Pho 


Glu 


Asn 


Thr 


Pro 


Val 






6 57 








20 










2 5 










30 






E - 




6 59 


gtc 


ga 




atg 


cag 


tat 


gg c 


g a 


tta 


tta 


ggt 


ggt 


ag 


cgc 










6 6 0 


1 44 




































662 


Vai 


GA u 


Thr 


Met 


Gin 


Tvr 


Civ 


Ala 


Leu . 


Le. u 


Gl v 


Gl V 


LVS 


Arcj 


Leu 








663 






35 










4 0 










45 








E - 


- > 


6 6 5 


cct 


ttc 


ctg 


crtt 


tat 


gec 


ace 


ggt 


cat 


a g 


ttc 


ggc 




age 


aca 


aac 






6 66 


1 92 




































668 


Pro 


Pbe. 


Le u 


VrJ 1 


Tvr 


Ala 


Th r 


G] v 

J* y 


Hi s 


Met 


Phe 


Gly 


Va 1 


Ser 


Thr 


Asn 






6 6 9 




50 










5 5 










60 










E - 


_ > 


6 71 




ctg 


gac 


gca 






gec 


gee 




g a g 


tgt 


ate 




gc 


tac 


tea 






6 7 2 


24 0 




































674 


Thr 


I eu 


sp 


Aid 


Pro 


Ala 


Ala 


Ala 


Va 1 


Glu 




lie 


H is 


Ala 


Tvr 


Ser 






675 


65 










7 0 










75 










80 


E - 


- > 


6 7 7 


tta 


att 


cat 


ga 


at 


tta 


ccg 






at 


gat 










cgc 






678 


288 




































680 


Leu 


1 .1 e 


H is 


Asp 


Asp 


LOU 


P ro 


Alf) 


Met 


Asp 


Asp 


As p 


Asp 


Leu 


Arty 


A r'U" 






6 8 .1 










■ 85 










90 










9 5 






- > 


6 8 3 


ggt 


ttg 






tgc 


cat 


g^g 


aag 


ttt 


ggc 


gaa 






g c g 


att 


etc 






6 84 


3 3 6 




































6 8 6 


G 1 v 




P ro 


Th r 


Cys 


His 


Va 1 


Lys 


Pho 


G lv 


G I u 


Ala 


Asn 


Al a 


T le 


f eu 






68 7 








1 0 0 










10 5 










110 










6 89 


get 


99 c 


gac 


get 


tta 




acg 


ctg 


g c g 


ttc 


eg 


att 


tta 


age 


gat 


gec 






6^0 


38-3 




































692 


Ala 


GJ v 


Asp 


Ala 


r ou 


G 1 n 


Thr 


feu 


AJ a 


Phe 


Ser 


lie 


Leu 


Ser 


ASp 


Ala 






6 9 3 






115 










120 










125 








E - 


- > 


6 9 5 


gat 


a 5 


ccg 


gaa 


gtg 


teg 


gac 


cgc 


gac 


aga 


att 


teg 


atg 


att 


tct 


gaa 






6 96 


4 3 2 




































6 98 


Asp 


Me 1" 


Pro 


G 1 li 


Va 1 


Se r 


Asp 


tg 


sp 




J \ q 


Ser 


Met 


Tie 


r 


GJ u 






699 




130 










135 










14 0 










E - 


_ y 


701 


ctg 


gcg 


age 


gec 


agt 


ggt 


att 


gec 


gga 


atg 


tgc 


ggt 


ggt 


cag 


gca 


tta 






7 02 


480 




































704 


Leu 


Ala 


Ser 


Ala 


ser 


Gly 


He 


Ala 


Gly 


Met 


Cys 


Gly Gly Gin 


Ala 


Leu 






705 


14 5 










15 0 










155 










16 0 


E- 


- > 


707 


gat 


tta 


gac 


gcg 


gaa 


ggc 


aaa 


cac 


gta 


cct 


ctg 


gac 


gcg 


ctt 


gag 


cgt 






7 08 


528 




































7.10 


Asp 


Leu 


Asp 


Ala 


Gl. u 


Gly 


Lys 


His 


Val 


Pro 


Leu 


As p 


Ala 


Leu 


Glu 


Arg 






711 










16 5 










170 










17 5 




E- 


- > 


713 


att 


cat 


cgt 


cat 


aaa 


ace 


ggc 


gca 


ttg 


att 


cgc 


gec 


gec 


gtt 


cgc 


ctt 






714 


576 




































716 


lie 


His 


Arg 


His 


Lys 


Thr 


Gly 


Ala 


Leu 


Tie 


Arg 


Ala 


Ala 


Va 1 


Arg 


Leu 






717 








180 










185 










190 






E- 


- > 


719 


ggt 


gca 


tta 


age 


gec 


gga 


gat 


aaa 


gga 


cgt 


cgt 


get 


ctg 


ccg 


gta 


etc 






720 


624 




































722 


Gly 


Ala 


Leu 


Sex- 


Ala 


Gly 


Asp 


Lys 


Gly 


Arg 


Ary 


Ala 


Leu 


Pro 


Val 


Leu 
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723 






19 5 










200 










205 








E- - > 


725 

7 26 


gac 

672 


aag 


tat 


gca 


era a 
y «y 


age 


ate 


aac 
y y *- 


ctt 


gcc 


ttc 


cag 


att 

y 


cag 


gat 


gac 




728 


Asp 


Lys 


Tyr 


Ala 


Glu 


Ser 


1 To 


G ly 


Leu 


Ala 


Phe 


Gin 


Val 


Gl n 


Asp 


Asp 




729 




210 










215 










220 










E- - > 


7 31 

7 32 


ate 

720 


ctg 


gat 


gtg 


y <-y 


ci era 

y y a 


gat 


act 


gca 


acg 


tta 


gga 


aaa 


cgc 


cag 


aat 




734 


Qe 


Leu 


A SD 


Va 1 


V a 1 


Glv 


As 0 


T h r 


A.1 a 


Thr 


Leu 


Glv 


17/ s 


Arq 


Gin 


Glv 




7 35 


225 










230 










2 35 










240 


E- - > 


7 37 

7 38 


Cf cc 

768 


gac 


cag 


caa 


ctt 


aat 


aaa 


agt 


acc 


tac 


cc t 


gca 


Ctt 


eta 


gg t 


ctt 




7 40 


Aid 




G 1 n 


Gl n 


Leu 


GJ v 


Lvs 


Ser 


Th r 


Tvr 


Pro 


Ala 


Leu 


Leu 


Glv 


Leu 




7 4 3. 










24 5 










250 










2 5 5 




g > 


74 3 

74 4 


gag 

816 


caa 


gcc 


egg 


aag 




gcc 


egg 


ga 


ctg 


ate 


gac 


ga 


gcc 


cgt 


c g 




74 6 


Glu 


G.1 a 


Ala 


Arq 


Lys 


Lys 


Ala 


Arg 


Asp 


Leu 


He 


ASp 


Asp 


Ala 


Arcj 


G.1 n 




747 








260 










265 










270 






£ > 


74 9 

750 


teg 

864 


ctg 


aaa 


caa 


ctg 


get 


gaa 


cag 


tea 


etc 


at 


acc 


eg 


gca 


c 


ga 




752 


ser 


Leu 


Lys 


Gin 


Leu 


Ala 


Glu 


Gin 


Ser 


Leu 


Asp 


Thr 


Ser 


Ala 


Leu 


Glu 




753 






27 5 










280 










285 








£ > 


7 5 5 

7 56 


gcg 

897 


eta 


gcg 


gac 


tac 


ate 


ate 


cag 


cgt 


aat 
















7 58 


Ala 


Leu 


Ala 


Asp 


Tyr 


lie 


lie 


Gin 


Arg 


As n 


LVS 














7 59 




290 










29 5 






















7 62 


<210> SEQ "ID NO 


8 


























7 6 3 


<211> LENGTH: 2' 


U) 


























7 6 4 


<21.2> TYPE: 


DNA 




























76 5 


<213> ORGANISM: 


Escherichia 


col i 


















757 


<220> FEATURE: 




























768 


<2 21> NAME /KEY : 


CDS 


























76 9 


<2 22> LOCATION: 


(1) 


• (240) 






















771 


<4 00> SEQUENCE: 


8 
























jr y 


7 72 

773 


atg 

4 8 


ccg 


aag 


aaa 


aat 


gag 


gcg 


ccc 


gcc 


age 


ttt 


gaa 


aag 


gcg 


ctg 


age 




7 7 5 


wet 


Pro 


Lys 


Lys 


Asn 


Glu 


Ala 


Pro 


Ala 


Ser 


Plie 


Glu 


LVS 


Ala 


Leu 






7 76 


1 








5 










10 










1 5 




E-- > 


778 

779 


gag 

96 


ctg 


gaa 


cag 


att 


gta 


ace 


cgt 


ctg 


gaa 


agt 


ggc 


gac 


ctg 


ccg 


ctg 




781 


G.1.U 


Leu 


Glu 


Gin 


lie 


Vai 


Thr 


Arq 


Leu 


Glu 


Ser 


Gly 


Asp 


Leu 


Pro 


Leu 




782 








2 0 










25 










30 






E--> 


784 

7 85 


gaa 

14 4 


gag 


gcg 


ctg 


aac 


gag 


ttc 


gaa 


cgc 


ggc 


gtg 


cag 


ctg 


gca 


cgt 


cag 




78 7 


Clu 


Glu 


Ala 


Leu 


Asn 


Glu 


Phe 


Glu 


Arg 


Gly 


vai 


Gin 


Leu 


Ala 


Arg 


Gin 




7 88 






35 










40 










4 5 








E-- > 


790 

791 


ggg 

192 


cag 


gcc 


aaa 


tta 


caa 


caa 


gcc 


gaa 


cag 


cgc 


gta 


caa 


att 


ctg 


ctg 




793 


C.ly 


Gin 


Ala 


Lys 


Leu 


Gl n 


G In 


Ala 


Glu 


Gin 


Arg 


Val 


Gin 


lie 


Leu 


Leu 




794 




50 










55 










60 
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E - 


- y 


7 O £ 

V Q 


tct 

240 


gac 


aat 


gaa 


gac 


gee 


tct 


eta 


acc 


cct 


ttt 


aca 


ccg 


gac 


aat 


9 a 9 






799 


Ser 


Asp 


Asn 


Glu 


Asp 


Ala 


Ser 


Leu 


Thr 


P ro 


Phe 


Thr 


Pro 


Asp 




C 1 u 






800 


65 










70 










75 










. 80 






fi n '< 
o u ~i 


<2.10> SEQ ID NO 


: 9 




























80 4 


<211> LENGTH: .104 4 




























ou.) 


<2.12> TYPE: 


DNA 






























806 


<213> ORGANISM: 


Escherich La 


col 1 




















o u o 


<220> FEATURE: 






























ft A Q 


<221> NAME/KEY : 


CDS 




























810 


<222> LOCATION: 




. . (104 4 ) 
























8 12 


<4 00> SEQUENCE: 


9 
























E - 


~> 


814 


gtg 

4 8 


act 




gtg 


aac 


gaa 


tgc 


age 


cgc 


age 


aca 


tgc 


aac 


T-.tg 


aag 


tat 






810 


Veil 


TllJT 


Lj iy 


Vd J. 


Asa 


fin 


Cy s 


Ser 


Arg 


Ser 


Thr 


i.,y s 


Asn 


LOU 


Lv s 


ryr 






817 










5 










10 










15 




E - 


— y 


o jl y 
8^ 0 


gac 

9 6 


gag 


tat 


age 


agg 


agt 


ggc 


age 


atg 


caa 


tac 


aac 


ccc 


tta 


99& 


aaa 






ft 9 '? 


Asp 


G J. u 


Tyr 


Sf 1 !.' 


/*.rg 


Se r 


C i \r 

l.i J.y 


Se r 


Me t 


Gin 


lyr 




Pro 


Ten 




Ly s 






823 








20 










25 










30 






E - 




0 ^ J 

8 26 


acc 

1 4 4 


gac 


ctt 


cgc 


n't- t* 


tec 


cga 


ctt 


tgc 


etc 


ggc 


tgt 


atg 


acc 


ttt 


ggc 






828 


Th r 


Asp 


Leu 


A rg 


Va 1 


Ser 


Arg 


I eu 


W b 


reu 


G 1 v 


Cv s 


Me U 


Thr 


P It e 


Gl V 






829 






35 










40 










4 5 








E ~ 




831 

8 3 2 


gag 

192 


cca 


gat 


cgc 


ggt 


aat 




gca 


tgg 


aca 


ctg 


ccg 


gaa 


gaa 


age 


age 






8 34 


Glu 


Pro 


Asp 


Arg 


wiy 


Asn 


His 


A I a 


I rp 


Thr 




Pro 


Gl u 


Glu 


Scr 


Ser 






83 5 




5 0 










5 5 










60 










E- 


— y 


8 3 7 


cgt 

240 


ccc 


ata 


att 


aaa 


cgt 


gca 


ctg 


gaa 


ggc 


ggc 


ata 


aat 


ttc 


ttt 


gat 






o 4 U 


Arg 


P ro 


lie 


I le 


Lys 


Arg 


Ala 


Lea 


Glu 


G I y 


^ L I 


J Le 


Asn 


Phe 


Phe 


/KSp 






841 


65 










70 










75 










80 


E- 


- y 


84 3 

ft 1 A 


acc 

288 


gec 


aac 


agt 


tat 


tct 


gac 


ggc 


age 


age 


gaa 


gag 


ate 


gtc 


ggt 


cgc 






84 6 


Thr 


Ala 


Asn 


Ser 


Tyr 


Ser 


Asp 


G.ly 


ser 


Ser 


Gl u 


G I U 


1 1 p 


Va L 


r* i '/ 

Li L / 


t rg 






84 7 










85 










9 0 










95 




E- 


- > 


849 

850 


gca 

3 3G 


ctg 


egg 


gat 


ttc 


gee 


cgt 


cgt 


gaa 


gac 


gtg 


gtc 


gtt 


gcg 


acc 


aaa 






852 


Ala 


Leu 


Arg 


Asp 


Phe 


Ala 


Arg 


Arg 


Glu 


Asp 


Va 1 


va 1. 


Vrtl 


Ala 


Thr 


Lys 






853 








.100 










1 0 5 










110 






E- 


- > 


855 

85 6 


gtg 

384 


ttc 


cat 


cgc 


gtt 


ggt 


gat 


tta 


ccg 


gaa 


gga 


tta 


tec 


cgt 


gcg 


caa 






858 


Val 


Phe 


Ilis 


Arg 


Val 


Gly 


Asp 


Leu 


Pro 


Glu 


Gly 


Leu 


Ser 


Arg 


Ala 


Gin 






859 






115 










12 0 










1 2 5 








E- 


- > 


861 

862 


att 

4 32 


ttg 


cgc 


tct 


ate 


gac 


gac 


age 


ctg 


cga 


cgt 


etc 


ggc 


atg 


gat 


tat 






864 


lie 


Leu 


Arg 


Ser 


lie 


Asp 


Asp 


Ser 


Leu 


Arg 


Arg 


Leu 


Gly 


Met 


Asp 


Tyr 






865 




1 3 0 










135 










L4 0 










E- 


- > 


867 


gtc 


gat 


ate 


ctg 


caa 


att 


cat 


cgc 


tgg 


gat 


tac 


aac 


acg 


ccg 


ate 


gaa 
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868 


4 80 




































870. 


Val 


Asp 


T le 


Lou 


G 1 n 


He 


H is 




T rn 


As o 




Asn 


Tli r 


Pro 


lie 


Glu 






871 


1 4 5 










150 










15 5 










160 


E - 


- > 


8 73 

874 


gag 

5 28 


acg 


ctg 


gaa 


gec 






gac 


gtg 


gta 




gec 


ggg 




g c g 


cgt 






876 


C lu 


Thr 


Leu 


Clu 


Ala 


Leu 


Asn 


Asn 


va 1 


Val 


Lv S 


Ala 


C. 1 v 


Lv s 


Ala 


Arc 






877 










.165 










170 










1 75 




E- 


- > 


8 79 

880 


tat 

5 76 


ate 


ggc 


gcg 


tea 


tea 


atg 




get 


teg 


cag 


ttt 


get 


cag 


gca 


ctg 






882 


Tvr 


lie 


Glv 


Ala 


Ser 


Ser 


Me t_ 


His 


Ala 




G 1 n 


Phe 


Ala 


Gl n 


Ala 


Leu 






883 








180 










185 










190 






E - 


- > 


885 

886 


6 24 








cag 




ggc 


tgg 


gcg 


cag 


ttt 


gtc 


agt 


atg 


cag 


gat 






888 


0.1 u 


Le u 


G 1 u 


Lys 


Gin 


His 


G J v 


T rn 

J. x p 


A 1 a 


Gin 


Phe 


Va 1 


Ser 


Met 


Gin 








889 






195 










200 










20 5 








E - 


_ > 


891 

892 


6 72 


tac 


aat 


ctg 


att 


tat 


cgt 


gaa 


gaa 


gag 


cgc 


gag 


atg 


eta 


cca 


ctg 






8 04 


His 




As tl 


Lgu 


lie 




Arq 


Glu 


G lu 


Glu 


Arq 


Glu 


Me U 


Leu 


Pro 


Leu 






8 9 5 




210 










215 










220 










E - 


- > 


89 7 

898 


720 


tat 


cag 


gag 


ggc 


gtg 


gcg 


gta 


att 


cca 


tgg 


age 


ccg 


ctg 


gca 


agg 






900 


r 1 v c 


i yr 


G I rt 


G ] u 




Va 1 


Ala 


Va J 


T J e 


Pro 


Trp 


Se v 


P ro 


Teu 


A 1 a 








90.1 


225 










230 










23 5 










24 0 


E - 


- > 


9 03 

904 


ggc 

7 68 


cgt 


ctg 


acg 


cgt 


ccg 


tgg 


gga 


gaa 


act 


acc 


gca 


cga 


ctg 


gtg 


tct 






906 


g 1 v 


A rg 


Teu 


Thr 


Arq 


Pro 


Trp 


t.? .l y 


G] U 


Th r 


Thr 


Ala 


Arg 


Teu 


Va 1 


sex 






90 7 










245 










2 50 










255 




E - 




9 09 

910 


816 


gag 


gtg 


ggg 


aaa 


aat 


etc 


tat 


aaa 


gaa 


age 


gat 


gaa 


aat 


gac 


gcg 






912 


Asp 


G lu 


Val 




Lys 


Asn 


Leu 


lyr 


L vs 


Glu 


Ser 


A 


Glu 


Asn 


*>P 


a! a 






913 








260 










26 5 










270 






E - 


_ > 


915 

91 6 


cag 

864 


ate 


gca 


gag 


egg 


tta 


aca 


ggc 


gtc 


ag 


gaa 


gaa 


ctg 


ggg 


gcg 


aca 






918 


Gin 


He 


Ala 


G 1 u 


Arq 


Leu 


Thr 


t » i V* 


Va 1 


Ser 


G Lu 


G lu 




f i \r 

\s j. y 


Ala 


Thr 






919 






27 5 










280 










285 












9 21 

922 


cga 

912 


gca 


caa 


gtt 


gcg 


c tg 


gee 


tgg 


ttg 


ttg 


agt 


aaa 


ccg 


ggc 


att 


gec 






924 


Aj:g 


Ala 


Gin 


Val 


Ala 


Leu 


Ala 


Trp 


Leu 


Leu 


Ser 


Lys 


Pro 


Gly 


He 


Ala 






925 




29 0 










2 95 










300 










E- 


- > 


927 

928 


gca 

960 


ccg 


att 


ate 


gga 


act 


teg 


cgc 


gaa 


gaa 


cag 


ctt 


gat 


gag 


eta 


ttg 






9 30 


Ala 


Pro 


lie 


He 


Gly 


Thr 


Ser 


Arg 


Glu 


Clu 


Gin 


Leu 


Asp 


Gl u 


Leu 


Leu 






931 


305 










310 










315 










320 


E- 


-> 


933 


aac 


gcg 


gtg 


gat 


ate 


act 


ttg 


aag 


ccg 


gaa 


cag 


att 


gec 


gaa 


ctg 


gaa 






934 


1008 


































936 


Asn 


Ala 


Val 


Asp 


Tie 


Thr 


Leu 


Lys 


Pro 


Glu 


Gin 


He 


Ala 


Glu 


Leu 


Glu 






9 37 










32 5 










330 










335 




E- 


-> 


939 

94 0 


acg 
104 4 


ccg 


tat 


aaa 


ccg 


cat 


cct 


gtc 


gta 


gga 


ttt 


aaa 
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PATENT APPLICATION: US/09/6 7 3,19 8 TIME: 13:19:35 

I ii pu L Set : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\I673198.raw 

94 2 Thr pro Tyr Lys Pro His Pro val Val Gly Phe Lys 
94 3 34 0 345 

94 6 <210> SKQ ID NO: 1.0 
94 7 <2 X 1> LKNGTH : 1194 
948 <212> TYPE: DMA 

94 9 <213> ORGANISM: Bsc her Lchia coll 
051 <220> PEATUP.E : 



9 52 <2 21> NAME/KEY 
953 <222> LOCATION 
955 <4 00> SEQUENCE 



CDS 

(!) . . (.1194) 
10 

E--> 956 atg aag caa etc acc att ctg ggc teg acc ggc teg att ggt tgc age 

957 48 

959 Met Lys Gin Leu Thr Ho Leu Gly. Ser Tlir Gly Ser lie Gly Cys Ser 
96 0 1 5 10 15 

E--> 962 acg ctg gac gtg gtg cgc cat aat ccc gaa cac ttc cgc gta gtt gcg 

96 3 96 

96 5 Thr Leu Asp Val Val Arg His Asn Pro Glu His Phe Arg Val Val Ala 
96 0 20 25 30 

E--> 968 ctg gtg gca ggc aaa aat gtc act cgc atg gta gaa cag tgc ctg gaa 

969 I'M 

971 Leu Val Ala Gly Lys Asn Val Thr Arg Met Val Glu Gin Cys Leu Glu 

972 ' 35 40 45 

E--> 974 ttc tct ccc cgc tat gec gta atg gac gat gaa gcg agt gcg aaa ctt 
975 192 

977 Phe Ser Pro Arg Tyr Ala Val Met Asp Asp Glu Ala Ser Ala Lys Leu 

970 50 55 60 

E--> 980 ctt aaa acg atg eta cag caa cag ggt age cgc acc gaa gtc tta agt 
9 81 24 0 

9ft3 Leu Lys Thr Met: Leu Gin Gin Gin Gly Ser Arg Thr Gin Val. Leu Ser 
984 65 70 75 B0 

E--> 986 ggg caa caa gec get tgc gat atg gca gcg ctt gag gat gtt gat cag 
987 288 

989 Gly Gin Gin Ala Ala Cys Asp Met Ala Ala Leu Glu Asp Val Asp Gin 

990 85 9 0 9 5 
E--> 992 gtg atg gca gec att gtt ggc get get ggg ctg tta cct acg ctt get 

9 93 3 36 

995 Val Met Ala Ala lie Val Gly Ala Ala Gly Leu Leu Pro Thr Leu Ala 

996 100 105 * 110 

E--> 998 gcg ate cgc gcg ggt aaa acc att ttg ctg gec aat aaa gaa tea ctg 

99 9 394 

1001 Ala lie Arg Ala Gly Lys Thr Lie Leu Leu Ala Asn Lys Gin Ser Leu 

1002 115 120 125 

E--> 1004 gtt acc tgc gga cgt ctg ttt atg gac gec gta aag cag age aaa gcg 

1.005 4 32 

1007 Val Thr Cys Gly Arg Leu Phe Met Asp Ala Val Lys G.lu Ser Lys Ala 

1008 130 135 14 0 

E--> 1010 caa ttg tta ccg gtc gat age gaa cat aac gec att ttt cag agt tta 
1011 4 80 

1013 Gin Leu Leu Pro Val Asp Ser Glu His Asn Ala Tie Phe Glu Ser Leu 
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RAW SEQUENCE LISTING DAT J: 1 . : 12/2 6/2000 

PATENT APPLICATION : US/09/6 7 3 , 19 8 . T I M : 13:19:35 



Input Set : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\l673198.raw 







1014 


14 5 










150 










155 










160 


E- 


~ > 


1016 

X U X / 


5^8 


caa 


cct 


ate 


cag 


cat 


aat 


etg 


gga 


tac 


get 


gac 


ctt 


g a g 


caa 


aat 






1019 


Pxo 


G] n 


Pro 


lie 


C In 


f f i s 


Asn 


Leu 


Glv 

i.y 


J. > I 


Al a 


Asp 


Le u 


Glu 


G 1 tl 








1020 










165 










17 0 










175 




E - 




10 22 

102 3 


ggc 

5 76 


gtg 


gtg 


tec 


att 


tta 


ctt 


acc 


ggg 


tct 


ggt 


ggc 


cct 


ttc 


cgt 


gag 






1025 


Glv 


Vcl 1 


Va 1 


Se r 


T le 


Leu 


Leu 


Th r 


Gly 


Se r 


Gly 


Gly 


P ro 


P he 


Arq 


Glu 






1026 








180 










1 85 










190 






E- 




102 8 

10 ^ 9 


624 


cca 


teg 


cgc 


gat 


t-1-rr 

tx.g 


gca 


aca 


atg 


acg 


ccg 


gat 


caa 


gcc 


tgc 


cgt 






10 31 


Th r 


Pro 


Leu 


Arg 


Asp 


Leu 


Ala 


Th r 


M e t 


Th r* 


Pro 


Afap 


Gin 


Ala 


Cvs 


? rq 






1032 






195 










2 00 










20 5. 








E - 




10 34 

i n i. ^ 

X U J J 


D / z 


ccg 


aac 


tgg 


teg 


atg 


ggg 


cgt 


aaa 






gtc 


gau 


teg 


get 


acc 






10 3 7 


His 


Pro 


Asn 


irp 


Sex' 


Met 


G J v 


Arg 


Lys 


J I e 


Ser 


Va 1 


A t: ri 
ASp 


Ser 


A I a 


T h r 






1038 




210 










215 










220 










E ~ 


' > 


i n a n 
1 U 4 u 

■] 


atg 

/ 


atg 


aac 


aaa 


ggt 


etg 


gaa 


tac 


att 


gaa 


gcg 


cgt 


tgg 


etg 


ttt 


aac 






1 0 3 


Met 




Asn 


Lys 


Gly 


Leu 


Glu 


iyr 


He 


Glu 


Al a 


A^q 


lrp 


Leu 


Phe 


Asn 






104 4 


225 










2 30 










235 










240 


E - 




104 6 

1 ft A 7 


gcc 

7 


age 


gcc 


age 


cag 


atg 


gaa 


gtg 


etg 


att 


cac 


ccg 


cag 


tea 


gtg 


att 






1 0 4 9 


Alci 


Cor 


Ala 

Ala 




Glu 


He r 


G lu 


Va 1 


Leu 


x x e 


His 


Pro 


X U 


iSor 


Veil. 


x xe 






1050 










245 










250 










255. 




E - 


- > 


10 52 

.1. U 5 


cac 

o x o 


tea 


atg 




cgc 


tat 


c ag 


gac 


ggc 


agt 


gtt 


etg 


gcg 


cag 


etg 


ggg 






1054 


His 


SOI" 


Met 


Va I 




Ty x" 


Gin 




^xy 




Va \ 




AJ a 


G 1 n 


Leu 


Glv 






10 5 5 








260 










2 65 










27 0 






E - 


- > 


10 57 

1 058 


gaa 

864 


ccg 


gat 


atg 


gta 


cgc 


caa 


ttg 


ccc 


aca 


cca 


tgg 


gca 


tgg 


ccg 


aat 






1 06 0 


Glu 


Pro 




Met 


d . 


Arg 


Gin 


T uin 
LtiU 


Pro 


. r 


Pro 


Trp 


A X cj 


Trp 


Pro 


Asn 












275 










2 80 










O -J 








E - 


- > 


1063 

1. 0 6 4 


cgc 

912 


gtg 


aac 


tct 


ggc 


gtg 


aag 


ccg 


etc 


gat 


ttt 


tgc 


aaa 


eta 


agt 


gcg 






1 06 6 


Arg 


Va 1 


Asn 


Ser 


Gly 


Va 1 


Lys 


P ro 


Leu 


Asp 


Phe 


Cys 


Lys 


Leu 


Sex" 


Al 0 






1067 




290 










295 










300 










E- 


- > 


1069 

10 70 


ttg 

960 


aca 


ttt 


gcc 


gca 


ccg 


gat 


tat 


gat 


cgt 


tat 


cca 


tgc 


etg 


aaa 


etg 






1072 


Leu 


Thr 


Phe 


Ala 


Ala 


Pro 


Asp 


Tyr 


Asp 


Arg 


Tyr 


P.rO 


Cys 


Leu 


Lys 


Leu 






1073 


305 










3:i o 










315 










320 


E- 


- > 


1075 


gcg 


atg 


gag 


gcg 


ttc 


gaa 


caa 


ggc 


cag 


gca 


gcg 


acg 


aca 


gca 


ttg 


aat 






1076 


1008 


































1078 


Ala 


Met 


Glu 


Ala 


Phe 


Glu 


Gin 


Gly 


Gin 


Ala 


Ala 


Thr 


Thr 


Ala 


Leu 


Asn 






10 7 9 










3 25 










330 










335 




E- 


- > 


1081 


gcc 


gca 


aac 


gaa 


ate 


acc 


gtt 


get 


get 


ttt 


ctt 


gcg 


caa 


caa 


ate 


cgc 






10 82 


1056 


































1084 


Ala 


Ala 


Asn 


Glu 


Tie 


Thr 


Va 1 


Ala 


Ala 


Phe 


Leu 


Ala 


Gin 


Gl n 


lie 


Ax*g 






1085 








34 0 










345 










350 
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RAW SEQUENCE LISTING DAT J: : 12/26/2000 

PATENT APPLI CATION : US/09/6 7 3,198 TIME : 1 3 : I 9 : 3 5 

Input Set : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\I67 3198.xaw 



E--> 


1087 

1088 


ttt acg 
1104 


gat 


ate 


get 


gcg 


ttg 


aat 


tta 


tec 


gta 


ctg 


gaa 


aaa 


atg 


gat 




109 0 


Phe Thr 


Asp 


He 


Ala 


A.l a 


Leu 


Asn 


Leu 


Ser 


Val 


Leu 


Glu 


Lys 


Met 


Asp 




1091 














360 










3 65 








E-- > 


1093 

109 4 


atg cgc 

1152 


gaa 


cca 


caa 


tgt 


gtg 


gac 


gat 


gtg 


tta 


tct 


gtt 


gat 


gcg 


aac 




1096 


Met Arg 


Glu 


Pro 


Gin 


Cys 


val 


Asp 


ASp 


val 


Leu 


Ser 


Val 


ASp 


Ala 


Asn 




1097 


370 










375 










380 










E--> 


1099 
11U0 


gcg cgt 

1194 


gaa 


gtc 


gec 


aga 


aaa 


gag 


gtg 


atg 


cgt 


etc 


gca 


age 








: 102 


Ala Arg 


Glu 


Val 


Ala 


Arg 


Lys 


Glu 


Val 


Met 


Arg 


Leu 


Ala 


Ser 








110 3 


385 








390 










395 













1106 <210> SEQ TO NO: 1.1 
110 7 <211> LENGTH : 13 90 

1108 <212> TYPE: DNA 

1109 <2'13> ORGANISM: Escherichia coli 

1111 <220> FEATURE: 

1112 <221> NAME/KEY: CDS 

1113 <222> LOCATION: (208).. (447) 

1115 <220> FEATURE: 

1116 <221> NAME/KEY: CDS 

11.1 7 <222> LOCATION : ( 4 50 ) . . ( 1 34 6 ) 

1119 <220> FEATURE: 

1120 <221> NAME/KEY: CDS 

1121 <222> LOCATION: ( 1 374 ) . . ( 323 3 ) 
.1123 <220> FEATURE: 

112 4 < 2 2 1 > NAME/KEY: CDS 
1.12 5 <2 22> LOCATION: ( 3344 ) . . '( 4 390 ) 
112 7 <4 00> SEQUENCE: 11 
E--> 112 8 atggcggcaa tggttcgttg geaagectta agegacttgt atagggaaaa atacagcagc 
1129 60 

E--> 1132 ccacacctgc ggctgcatcc aggegeggaa gtataccact aacatcgett tgctgtgcac 

1133 120 

E--> 1136 atcaccttac cattgegegt tatttgetat ttgecctgag tccgttacca tgacggggcg 

1137 180 ■ 

E--> 114 0 aaaaatattg agagtcagac attcatt atg ccg aag aaa aat gag gcg ccc gec 

114.1 234 

114 3 Met Pro Lys Lys Asn Glu Ala Pro Ala 

114 4 1 5 

E--> 1146 age ttt gaa aag gcg ctg age gag ctg gaa cag att gta ace cgt ctg 

114 7 282 

.114 9 Ser Phe Glu Lys Ala Leu Ser Glu Leu Glu Gin lie Val Thr Arg Leu 

115 0 10 15 20 ' ' 2 5 
E--> 1152 gaa agt ggc gae ctg ccg ctg gaa gag gcg ctg aac gag ttc gaa cgc 

115 3 330 

115 5 Glu Ser Gly Asp Leu Pro Leu Glu Glu Ala Leu Asn Glu Phe Glu Arg 
1156 30 35 40 

E--> 1158 ggc gtg cag ctg gca cgt cag ggg cag gee aaa tta caa caa gec gaa 

1159 3 7 8. 
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RAW SEQUENCE LISTING DATL' : .12/26/2000 

PATENT APPLICATION : US/09/6 7 3 , 19 8 TIME : "13: 19 : 35 



Input Set : A: \1241 . 16 ' sequence. txt 
Output Set: N:\CRF3\12262000\l67 319 8.raw 







.1161 


Glv 


Val 


Gin 


leu 


Ala 


Arg 


Gin 


Gly 


Gin 


Ala 


Lys 


Leu 


Gin 


Gin 


Ala 


Glu 






116 2 








4 5 










50 










55 






E - 


- > 


1164 


CelCf 


cgc 


gta 




att 


t 
c g 


ctg 


tct 


gac 


aat 


gaa 


gac 


gcc 


tct 


eta 


acc 






1 '1 6 5 


'1 2 6 




































1 16 7 


Gin 


A eg 


Val 


G 1 n 


He 


leu 


Leu 


Ser 


Asp 


Asn 


Glu 


Asp 


Ala 


Ser 


Leu 


Thr 






11 68 






60 










65 










70 








E- 


- > 


1170 


cct 


ttt 


aca 


cca 


gac 


Hat 




ta atg gac ttt ccg cag caa etc gaa 






1 "1 7 1 


473 
































W- 


- > 


1173 


Pro 


Phe 


Thr 


Pro 


Asp 


Asn 


Glu 


Met Asp Phe Pro Gin Gin Leu Glu 


W- 




1174 




75 










80 












5 








E- 


- > 


1176 


gcc 


tgc 




aag 


cag 


gcc 




cag 


y *-y 


ctg 


age 


cgt 


ttt 


ate 


gcc 


cca 






1 1 77 


521 




































1179 


Ala 


Cys 


Va 1 


LVS 


Gin 


Ala 


Asn 


Gin 


Ala 


Leu 


Ser 


a i. g 


Phe 


1 le 


A! a 


P ro 


W- 


- > 


1180 




10 










15 










2 0 










E - 


- > 


1182 


ctg 




ttt 


c c g 


aac 


act 




gtg 


gtc 


gaa 




atg 


cag 


tat 


gg c 


gca 






118 3 


5 69 




































1185 


Leu 


P ro 


Phe 


Gin 


Asn 


Thr 


Pro 


Val 


Val 


Glu 


Thr 


Met 


Gin 


Tvr 


Glv 


Ala 


W- 


- > 


1186 


25 










30 










3 5 










4 0 


E- 


- > 


1188 


tta 


tta 


ggt 




aag 


cgc 


tc 
c g 


cga 


cct 
cc 


ttc 


ctg 




tat 


gcc 




ggt 






1189 


617 




































1 I 9 1 


LeU 


leu 


G 1 Y 


G ! v 


r,vs 

i 13 


A;rg 


Leu 


Arg 


P ro 


Phe 


Leu 


Va 1 


Tvr 


Ala 


Thr 


Gl v 

O J. > 


W- 


- > 


1192 










4 5 










K o 

3 U 














E - 


_ > 


1194 


cat 


atg 


ttc 


'3 t 3 c 


y uu 


age 


aca 


aac 


acg 


ctg 


gac 


gca 


ccc 


get 


gcc 


gcc 






1 1 9 5 


665 




































1 1 f J 7 


Hi s 


Met 


Plie 


Gl V 


Va .1 


Se,r 


Thr 




Thr 






A 1 a 


P ro 


Ala 


Al a 


A J a 


W- 


- > 


1198 




60 










65 










"7 n 










E - 


- > 


1200 


gtt 


gag 




ate 




get 


tae 


tea 


tta 


att 


cat 


gat 


gat 


tta 


ccg 


gca 






1 201 


713 




































1203 


Val 


Giu 




lie 


His 


Ala 


Tvr 


Ser 


Leu 


He 


His 


Asp 


Asp 


Leu 


Pro 


Ala 


W- 


- > 


1204 






75 










80 










85 








E - 


_ > 


1206 


atg 


ga 


gat 


gac 




ctg 


cgc 


cgc 


ggt 


ttg 


cca 


acc 


tgc 


cat 


gtg 


aag 






1207 


761 




































1 2oy 


Met 


Asp 






sp 


Leu 


Arq 


Arg 


Gly 


Leu 


Pro 


Thr 


Cys 


His 


Val 


Lys 


W- 


- > 


1210 




90 










95 










100 










E - 




1212 


ttt 


ggc 


gaa 


gca 




gcg 


att 


etc 


get 


ggc 


gac 


get 


tta 


caa 


acg 


ctg 






1213 


809 




































1215 


Phe 


Gly 


Gill 


Ala 


Asn 


Ala 


He 


Leu 


Ala 


Gly 


7^Sp 


Ala 


Leu 


Gin 


Thr 


Leu 


W- 


- > 


1216 


105 










110 










115 










120 


E- 


- > 


1218 


gog 


ttc 


teg 


att 


tta 


age 


gat 


gcc 


gat 


atg 


ccg 


gaa 


gtg 


teg 


gac 


cgc 






1219 


857 




































1221 


Ala 


Phe 


Ser 


lie 


Leu 


Ser 


Asp 


Ala 


Asp 


Met 


Pro 


Glu 


Val 


Ser 


Asp 


Arg 


W- 


- > 


1222 










125 










130 










135 




E- 


-> 


1224 


gac 


aga 


att 


teg 


atg 


att 


tct 


gaa 


ctg 


gcg 


age 


gcc 


agt 


ggt 


att 


gcc 






1225 


90 5 




































1227 


Asp 


A rg 


Tie 


Ser 


Met 


He 


Ser 


Glu 


Leu 


Ala 


Ser 


Ala 


Ser 


Gly 


He 


Ala 


W- 


- > 


1228 








140 










145 










150 






E- 


-> 


1230 


gga 


atg 


tgc 


ggt 


ggt 


cag 


gca 


tta 


gat 


tta 


gac 


gcg 


gaa 


ggc 


aaa 


cac 






1231 


953 




































1233 


Gly 


Met 


Cys 


Gly 


Gly 


Gin 


Ala 


Leu 


Asp 


Leu 


Asp 


Ala 


Glu 


Gly 


Lys 


His 
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RAW SEQU: 
PATENT A 

In pull Se 
Output S< 

W--> 1234 155 
E--> 1236 gta cct ctg gac gcg 

1237 1001 

123 9 Val Pro Leu Asp Ala 
W--> 124 0 17 0 
E--> 1242 ttg att cgc gcc gcc 

124 3 1049 

124 5 Leu lie Arg Ala Ala 
W--> 1246 185 

E--> 1248 gga cgt cgt get ctg 

124 9 1097 

125.1 Gly Arg Arg Ala Leu 
W--> 1252 205 
£--> 1254 ctt gcc ttc cag gtt 

1255 1145 

1257 Leu Ala P h e G 1 a V a 1 
W--> 1258 220 
E--> 1260 gca acg ttg gga aaa 

1261 1193 

1263 Ala Thr Leu Gly Lys 
W--> 1264 235 
E--> 1266 acc tac cct gca ctt 

12G7 1241 

1269 Thr Tyr Fro Ala Leu 
W--> 1270 250 
E--> 1272 gat ctg ate gac gat 

1273 .1 289 

1275 Asp Leu He Asp Asp 
W--> 1276 265 

E--> 1278 tea etc gat acc teg 

127 9 1337 

12 81 Ser Leu Asp Thr Ser 
W--> 1282 285 



E- 


- > 


1284 

128 5 


cgt 

13 9.1 


aat 


aaa 


taaacaataa 


gtattaatag gcccctg atg agt ttt gat att gcc 






1287 


Arg 


Asn 


Lys 
















Met Ser Phe Asp He Ala 


W- 


- > 


1288 
























1 








5 


E- 


- > 


1290 

.1 291 


aaa 

14 39 


tac 


ccg 


acc 


ctg 


gca 


ctg 


gtc 


gac 


tec 


acc 


cag 


gag 


tta 


cga 


ctg 






1293 


Lys 


Tyr 


Pro 


Thr 


Leu 


Ala 


Leu 


Val 


Asp 


Ser 


Thr 


Gin 


Glu 


Leu 


Arg 


Leu 


W- 


- > 


12 94 








10 










15 










20 






E- 


- > 


1296 

1297 


ttg 

1487 


ccg 


aaa 


gag 


agt 


tta 


ccg 


aaa 


etc 


tgc 


gac 


gaa 


ctg 


cgc 


cgc 


tat 






1299 


Leu 


Pro 


Lys 


Glu 


Ser 


Leu 


Pro 


Lys 


Leu 


Cys 


Asp 


Glu 


Leu 


Arg 


Arg 


Tyr 


W- 


- > 


1300 






25 










30 










35 








E- 


- > 


1302 

1303 


tta 

1535 


etc 


gac 


age 


gtg 


age 


cgt 


tec 


age 


ggg 


cac 


ttc 


gcc 


tec 


ggg 


ctg 






130 5 


Leu 


Leu 


Asp 


Ser 


Val 


Ser 


Arg 


Ser 


Ser 


Gly 


. His 


Phe 


Ala 


Ser 


Gly 


Leu 


W- 


- > 


1306 




40 










45 










50 
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ENCE LISTING DATJ3 : 12/26/2000 

IMPLICATI ON : US/09/6 7 3 r 198 TIME : 13 : 19 : 35 

t : A:\124T.16 sequence.txt 
et : N:\CKF3\12 2 6 2000\I6 7 319 8 .raw 

160 165 

ctt gag cgt att cat cgt cat aaa acc ggc gca 

Leu Glu Arg He His Arg His Lys Thr Gly Ala 

175 180 

gtt cgc ctt ggt gca tta age gcc gga gat aaa 

Val Arg Leu Gly Ala Leu Ser Ala Gly Asp Lys 

190 195 200 

ccg gta etc gac aag tat gca gag age ate ggc 

Pro Val Leu Asp Lys Tyr Ala Glu Ser lie Gly 

210 215 

cag gat gac ate ctg gat gtg gtg gga gat act 

Gin Asp Asp Tie Leu Asp Val val Gly Asp Thr 

225 230 

cgc cag ggt gcc gac cag caa ctt ggt aaa agt 

Arg Glu Gly Ala Asp Glu Gin Leu Gly Lys Ser 

240 245 

ctg ggt ctt gag caa gcc egg aag aaa gcc egg 

Leu Gly Leu Glu Gin Ala Arg Lys Lys Ala Arg 

255 260 

gcc cgt cag teg ctg aaa caa ctg get gaa cag 

Ala Arg Gin Ser Leu Lys Gin Leu Ala Glu Gin 

270 ■ 275 280 

gca ctg gaa gcg eta gcg gac tac ate ate cag 

Ala Leu Glu Ala Leu Ala Asp Tyr lie He Gin 
290 295 




RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT APPLICATION: US/09/67 3,19 8 TIME: 13:19:35 

Input Set : A:\1241.16 sequence.txt 
Output Set: N:\CKF3\12262000\l673198.raw 



E - 


- y 


13 0 8 


y y l ci \- y 


gtc 


gaa 


ctg 




gtg 


gcg 


ctg 




tat 


gtc 


tac 






ccg 






130 9 


158 3 


































1 3 3. 1 


G.ly Thr 


va I 


G lu 


leu 


Th r 


Va 1 


A A a 


1 eu 


H ;i s 


Tv r 


Va 1 


Tvr 


Asn 


Th r 


P ro 


W- 


- > 


1312 


55 








60 










6 5 










70 


E- 


_ > 


1314 


ttt gac 




utg 


att 


tgg 


gat 


gtg 


ggg 


cat 


cag 


gc 


tat 


ccg 


cat 








1315 


16 31 


































1317 


Phe Asp 


Gin 


Leu 


1 1 e 




A ^ tl 


Va I 


Glv 


His 


Gl n 


Ala 


Tv r 

X. J 1. 


P j:o 


H is 


Lys 


W- 


- > 


1318 








75 










80 










85 




E - 


- > 


1320 


att ttg 




gga 


cgc 


cgc 


g c 


aaa 


ate 


ggc 


ace 


ate 


at 
eg 


ag 




ggc 






1321 


16 79 


































1322 


lie Leu 


Thr 


G 1 v 




A ra 

/ij. y 




LV - 


I le 


Glv 


Thr 


lie 


Arg 


G J. u 




G 1 v 


W- 


~ > 


1323 






9 0 










9 5 










10 0 






E - 


- > 


1325 


ggL. ci_g 




ccg 


ttc 


ccg 


tgg 


cgc 


ggc 


gaa 


age 


gaa 


tat 


gac 


gta 


tta 






132 6 


1727 


































1328 


Gly leu 


His 


Pro 


Phe 


Pi*o 


il p 


Arq 


Glv 


Glu 


Ser 


Glu 




sp 


Vdi 


Leu 


W- 


_ > 


1329 




105 










110 










115 








E - 




13 31 


a rrf n +' r* 
ay ^. u ut 


ggg 


cat 


tea 


tea 






ate 


agt 


gec 


gga 


att 


ggt. 


att 


gcg 






1332 


17 75 


































13 34 


Ser Val. 


Glv 


Tl i s 


Se r 


Ser 


Thr 


S e r 


lie 


Ser 


Ala 




T le 


G 1 V 


T le 


Ala 


W- 


- > 


13 3 5 


12 0 










12 5 










13 0 










E - 


- > 


1337 


gtt get 


gec 


gaa 


aaa 


gaa 


ggc 


aaa 


aa t 


cgc 


cgc 


ace 


gtc 


ug u 


gtc 


att 






i 3 38 


182 3 


































'134 0 


W <X JL /via 


Ala 


GJ U 


Lys 


G] u 


G Lv 


Lys 


Asrf 




Arq 


Thr 


Va 1 




Va I 


1 1 e 


W- 


_ > 


1341 


13 5 








14 0 










14 5 










15 0 


E - 




1344 


y y c y ct u 


9 < 3 C 


gcg 


att 




gca 


gg c 


atg 


gcg 


ttt 


gaa 


gcg 


a g 


aat 








.1 34 5 


.1 8 71 


































1 34 7 


G J v ASp 


G 1 y 


Ala 


lie 


Thr 


A La 


n i v 


lie t. 


A 1 a 


Phe 


G 3 ii 


Ala 


Me t 




H i s 


W- 


_ > 


134 8 








155 










16 0 










165 




E - 


-> 


13 50 


gcg yyc 


gat 


ate 


cgt 


cc 


gat 


atg 


ctg 


gtg 


att 


c c 


aac 


gac 


aat 


gaa 






1351 


1919 


































J 3 5 3 


^\ ] a Gly 


A 


T le 


. ig 


P ro 


.bp 


Me t 


Leu 


vai 


T le 


r eu 


Asn 




" Sn 


G 1 U 


W- 


_ > 


13 54 






170 










175 










180 






E - 




i i ^£ 

I J JO 


atg teg 


att 


tec 


gaa 


a at 


gtc 


ggc 


gcg 


etc 


aac 


aac 


cat 


ctg 


gca 


cag 






13 5 7 


1967 


































1 359 


Me t S e r 


1 1 e 


Sex 1 


G .1 U 


Asn 


Va L 


G 1 v 


A La 


J eu 


*sn 


As n 


His 


T eu 


Ala 


G i n 


W- 


- > 


1360 




185 










190 










195 








E- 


- > 


1362 


ctg ctt 


tec 


ggt 


aag 


ctt 


tac 


tct 


tea 


ctg 


cgc 


gaa 


ggc 


ggg 


aaa 


aaa 






136 3 


2015 


































'136 5 


Leu r.cn 


Ser 


Gly 


Lys 


Leu 


Ty r 


Ser 


Ser 


leu 


Arg 


Glu 


Gly 


Gly 


Lys 


Lys 


W- 


- > 


1366 


200 










205 










210 










E- 


- > 


1368 


gtt ttc 


tct 


ggc 


gtg 


ccg 


cca 


att 


aaa 


gag 


ctg 


etc 


aaa 


cgc 


ace 


gaa 






1369 


2063 


































1371 


Val Phe 


Ser 


Gly 


Val 


Pro 


Pro 


He 


Lys 


Glu 


Leu 


Leu 


Lys 


Arg 


Thr 


Glu 


W- 


- > 


1372 


215 








220 










225 










230 


E- 


- > 


1374 


gaa cat 


att 


aaa 


ggc 


atg 


gta 


gtg 


cct 


ggc 


acg 


ttg 


ttt 


gaa 


gag 


ctg 






137 5 


2111 


































1377 


Glu His 


He 


Lys 


Gly 


Met 


Val 


Val 


Pro 


Gly 


Thr 


Leu 


Phe 


Glu 


Glu 


Leu 


W- 


- > 


1378 








235 










240 










245 




E- 


- > 


1380 


ggc ttt 


aac 


tac 


ate 


ggc 


ccg 


gtg 


gac 


ggt 


cac ■ 


gat 


gtg 


ctg 


ggg 


ctt 
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RAW SEQUENCE LISTING DAT 15 : .12/26/2000 

PATENT APPLICATION: US/09/67 3,19 8 TIME: 13:39:35 

Input Set : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\I673198.raw 







1 38 J. 


2,15 9 


































"I 3 8 3 


Cly Phe 


AS 11 


Tv r 


Ho 


Glv 


p ro 


Va 1 


Asp 'Glv 


H js 


Asp 


Vol 


Leu 


Glv 


Le u 


w- 


- > 


1384 






250 










255 










260 






E * 


- > 


13 86 

13 87 


3. tO HOC 

22 0 7 


acg 


eta 


aag 




atg 


cgc 


gac 






ggc 


ccg 


cag 


ttc 


ctg 






1389 


lie Thr 


I'hr 


Leu 


Lys 


As Et 


Met 


Air g 


Asp 


Lou 


Lys 


Glv 


Pro 


Gl n 


Phc 


Le u 


W- 


- > 


1390 




265 










270 










275 








E- 


- > 


139 2 

1393 


2255 


atg 








ggt 


cgt 


gg 


tat 


gaa 


ccg 


gca 


gaa 




gac 






139 5 


H 1 S lie 


Met 


Thr 


Lys 


Lys 


G 1 y 


A 


Gl v 


Tv r 


Glu 


Px'O 


Ala 


Glu 


Lys 


Asp 


W- 


-> 


1396 


280 










-285 










290 










E- 




139 8 

1 3 y 9 


r* t~~ f"r i~ 
\-(_.y el L- 

2 3 03 


act 


ttc 




gec 


9 "kg 






ttt 


gat 






age 


ggt 


■»- rrt* 
ug l. 






■] 4 o "J 


Pro r Le 


Thr 


Phe 


His 


7k 1 il 


Va j 


P ro 


L^' s 


P he 


ASp 


p ro 


Se r 


Sor 


Gly 


r^s 


W- 


- > 


1402 


295 








300 










305 










310 


E- 




14 04 

14 05 


2 3 51 


aaa 


agt 


age 


ggc 


ggt 


teg 






tat 


tea 




ate 


ttt 


ggc 






14 07 




Lys 


sor 


Ser 


uxy 


G Lv 


Leu 




Ser 


Tv r 
l / X 


Se r 


Lys 


J le 


Phe 




W- 


- > 


1408 








315 










3 20 










325 






_ y 


1410 

14 3 1 


2 3 99 


cng 


tgc 


gaa 


acg 


gca 


9 C 9 








aag 


ctg 


atg 


gcg 


att 






1413 


^ s p T r p 


I eu 


i..ys 


G 1 u 


Thx* 


Ala 


Aid 


T i»c 

tj i s 


Asp 


Asn 


r i /q 

Xj/.t 


leu 


Me t 


AJ a 


J le 


W- 


-> 


1414 






330 










3 3 5 










340 






E- 


- > 


1416 

14 3 7 


24 4 7 


9 C 9 


atg 


cgt 


gaa 


ggt 




ggc 


atg 


gtc 


gag 


ttt 


tea 


cgt 








1 4 1 9 


Thr Pro 


Ala 


Met 


A.rcj 


G 1 u 


Gly 


Ser 


(.i xy 


Me t 


Va L 


Glu 


Phe 


Se r 


Arq 


Lvs 


W- 


-> 


1420 




345 










3 50 










355 








E - 


_ ^ 


14 22 

14 2 3 


24 9 5 


gat 


cgc 


tac 


ttc 


gac 


gtg 




att 


gec 


9 a 9 






gcg 


gtg 






14 2 5 


P h s Pro 


Asp 


h rq 


TVX" 


Phc 


Asp 


Vet 1 


£ 1<3 


X Le 


A J a 


Glu 


G In 


H i s 


Ala 


Va 1 


W- 


-> 


1426 


360 










365 










370 










E - 


- y 


14 2 8 

1 4 2 9 


2 543 


get 


gcg 


99t 


ctg 


gcg 


att 


ggt 




tac 


aaa 


ccc 


att 


gtc 


9 C 9 






1 4 3 1 


Thr Ph<£i 


A La 


P J a 


G 1 V 


Leu 


Ala 


lie 


Gly 


Gly 


j / r 


by S 


P ro 


J le 


Val 


Ala 


W- 


- > 


1432 


375 








380 










385 










390 


E - 


- > 


14 34 

1 4 3 5 


att tac 

2591 


tec 


act 


ttc 


ctg 


caa 


cgc 


gec 


tat 


gat 


cag 


gtg 


ctg 


cat 


gac 






14 37 


lie Tyr 


Syr 


Thr 


Phe 


Leu 


Gin 


Arg 


Ala 


Tyr 


Asp 


Gin 


Val 


Leu 


His 


Asp 


W- 


- > 


1438 








395 










400 










405 




E- 


- > 


1440 

1441 


gtg gcg 

2639 


att 


caa 


aag 


ctt 


ccg 


gtc 


ctg 


ttc 


gec 


ate 


gac 


cgc 


gcg 


ggc 






3 44 3 


Val Ala 


He 


Gin 


Lys 


Leu 


Pro 


Val 


Leu 


Phe 


Ala 


He 


ASp 


Arg 


Ala 


Gly 


W- 


- > 


1444 






410 










415 










420 






E- 


- > 


1446 

144 7 


att gtt 

2687 


ggt 


get 


gac 


ggt 


caa 


acc 


cat 


cag 


ggt 


get 


ttt 


gat 


etc 


tct 






144 9 


lie Vol 


Gly 


Ala 


Asp 


Gly 


Gin 


Thr 


His 


Gin 


Gly 


Ala 


Phe 


Asp 


Leu 


Ser 


W- 


- > 


1450 




425 










430 










435 








E- 


- > 


1452 

14 5 3 


tac ctg 

27 35 


cgc 


tgc 


ata 


ccg 


gaa 


atg 


gtc 


att 


atg 


acc 


ccg 


age 


gat 


gaa 
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Input. Set : A:\1241.16 sequence.txt 
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1 A 5 5 


Tyr Leu 


Arg 


Cys 


lie 


Pro 


Glu 


Me t 


Val 


He 


Met 


Thr 


Pro 


Ser 




Glu 


w- 


- > 


1456 


4 40 










44 5 










450 










E - 


- > 


14 58 


aaC gaa 


tat 


cgc 


cag 


atg 




tat 




ggc 


tat 




tat 


aac 




ggc 






14 59 


270 3 


































.1461 


Asn Glu 


C v s 


Arg 


Gin 


Me t 


Leu 


Tyr 


Thr 


G lv 


Tvr 


His 


Tv r 


Asn 


Asp 


Glv 


W- 


- > 


14 62 


455 








4 60 










4 65 










4 70 


E - 




14 64 


CCg- tea 


gcg 


gcg 


jc 




eg 


cgt 


ggc 




gcg 


g c 


• 

ggc 


gtg 


ga 


ctg 






1 4 6 5 


2831 ' 


































14 67 


PJTO SGI* 


A la 


Val 


A.rg 


Tvr 


Pro 


Arg 


G J v 


Asn 


Ala 


va 1 


Gl v 


Va .1 


Gl u 


Leu 


W- 


- > 


1468 








4 75 










4 80 










485 




E - 


- > 


14 70 


pi ct~i feci 
a ^.y ^ ^-*y 


ctg 


gaa 




eta 




att 


ggc 




ggc 


att 


gtg 


aag 


cgt 


cgt 






14 71 


28 79 


































14 7 3 


'I'h r P ro 


Leu 


Glu 


Lv s 


Leu 


P ro 


He 


GIv 


Lv s 


Gl v 


He 


Val 


Lv s 


Arg 


A r g 


W- 


- > 


14 74 






4 90 










495 










500 






E - 


- > 


14 76 






Ctg 


gcg 


ate 


ctt 




ttt 


ggt 


acg 


ctg 


atg 




gaa 


gcg 






14 77 


2927 


































1479 


Gly Glu 


Lvs 


Leu 


Ala 


He 


Leu 


Asn 


Phe 


Gl V 


Thr 


Leu 


Me I 


Pro 


Glu 


Ala 


W- 


- > 


14 00 




505 










510 










515 








E - 


_ > 


14 82 


CiCCi 

y u n ci 


gtc 


gee 


gaa 


eg 


ctg 




gec 


acg 


c g 


t 
g c 


gat 


atg 


cgt 


ttt 






14 8 3 


2 9 75 


































14b 5 


Ala L v s 


Va 1 


Ala 


Gl u 


Se r 


Leu 


Asn 


Ala 


Tli r 


Leu 


Va.l 


Asp 


Met 


Atct 


P h e 


W- 


- > 


1486 


520 










525 










530 










E - 


_ > 


14 88 


gtg 3.9.3 


ccg 


ctt 


gat 


gaa 


gcg 


tta 


att 


ctg 


gaa 


atg 


gec 


gec 


age 


cat 






14 8 9 


3023 


































1 4 9 1 


Va 1 Lys 


Pro 


J-eu 


Asp 


G .1. u 


Ala 


feu 


T le 


Leu 


Glu 


Met 


Ala 


Ala 


Se r 


H .is 


W- 


- > 


1492 


53.5 








54 0 










545 










550 


E - 


- > 


14 94 


y q d y 


C g 


9 c 




gta 


gaa 


gaa 




gec 


a tt 


atg 


ggc 


ggc 


gca 


ggc 






.1 4 9 5 


3 0 7 .1 


































1 ,| 9 7 


O I, H n .Lei 


Leu 


Va 1 


Th r 


Va 1 


G 1 u 


G "J u 


Asn 


Ala 


7- Le 


Me t 




CJ 1 v 


AJ a 


G 1 v 


W- 


- > 


14 98 








5 55 










560 










565 




E - 


_ ^ 


1500 


age ggc 


gtg 




gaa 


gtg 


ctg 


atg 


gec 


cat 


cgt 


aaa 


cca 


gta 


ccc 


gtg 






1 501 


3 1 1 9 


































15 03 


S e r G ly 


Va J 


Asm 


Glu 


Va 1 


Leu 


Met 


Ala 


His 


Arg 


Lys 


Pro 


Val 


Pro 


Va 1 


W- 


- > 


15 04 






570 










575 










580 






E- 


_ > 


15 06 


ctg aac 


att 


ggc 


ctg 


ccg 


gac 


ttc 


ttt 


att 


ccg 


caa 


gga 


act 


cag 


gaa 






1 507 


31 6 7 


































15 09 


Leu Asn 


Tie 


Gly 


Leu 


Pro 


Asp 


Phe 


Phe 


He 


Pro 


Gin 


Gly 


Thr 


Gin 


Glu 


W- 


-> 


1510 




585 










590 










595 








E- 


- > 


1512 


gaa atg 


cgc 


gec 


gaa 


etc 


ggc 


etc 


gat 


gec 


get 


ggt 


atg 


gaa 


gee 


aaa 






1 513 


3215 


































1515 


Glu Met 


Arg 


Ala 


Glu 


Leu 


Gly 


Leu 


Asp 


Ala 


Ala 


Gly 


Met 


Glu 


Ala 


Lys 


W- 


-> 


1516 


600 










605 










610 










E- 


-> 


1518 


ate aag 


gec 


tgg 


ctg 


gca 


taatccctac tccactcctg etatgettaa 








.1.519 


3263 


































1521 


lie Lys 


Ala 


Trp 


Leu 


Ala 






















W- 


-> 


1522 


615 








620 






















E- ■ 


-> 


1524 


gaaattattc atagactcta aataattcga 


i gttgcaggaa 


ggeggcaaac gagtgaagc 






1 5 25 


332 3 






























E- 


- > 


1528 


ccaggagctt acataagtaa gtg act ggg gtg aac gaa tgc age cgc age ac 



fiie://C:\CRF3\OutholcLVsrI673 1 98.htm 



Page 17 of 24 



RAW SEQUENCE LISTING DATE: .1.2/26/2000 

PATENT APPLICATION: US/09/6 7 3,19 8 ' TIME: 13:19:35 
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.15 29 


3376 


































:i 5 3 1 










val Thr Gly Val Asn Glu Cys Scr Arg Ser Thr 


w- 


- > 


1532 












1 








5 








10 


E- 


_ > 


1534 

15 3 5 


tgc aac 

3 4 24 


ttg 


aag 


tat 


gac 


y ay 


tat 


age 


and 


agt 


gge 


age 


atg 


caa 


tac 






1537 


Cys Asn 


Leu 


Lvs 


Tvr' 


ASp 


G 1 u 


Tvr 


Ser 


Aro 


Ser Gly 


Ser 


Met 


Gl u 


Tvr 


W- 


- > 


1538. 






15 










20 










2 5 






E- 


- > 


154 0 

15 41 


aac ccc 

34 72 


tta 


gga 




acc 


gac 


ctt 


cgc 


att 


tec 


cga 


ctt 


tcrc 
*-y 


etc 


gge 






.154 3 


Asn Pro 


Leu 


Glv 


Lys 


Thr 


n:> t 


Leu 


/•ij. y 


Va 1 


Ser 


Ara 


Leu 




Leu 


Glv 


W- 


-> 


1544 




30 










35 










4 0 








E - 


_ > 


154 6 

154 7 


3 5 20 




ttt 


gge 


y a J 


cca 


gat 


cgc 


dot 


aat 


cac 


gca 


^-y y 


aca 


ctg 






1 54 y 


Cys Mot 


Thr 


Phe 


G.l v 


G lu 


Pro 


t 


Arg 


Gl " 




Hi s 


A J. a 


Trn 


Thr 


Leu 


W- 


-> 


1550 


45 










50 










5 5 










E - 


- > 


1552 

1553 


CCg CJ3L3. 

3 568 


gaa 


age 


age 


cgu 




ata 


att 


aaa 


cgt 




ctg 


gaa 


gge 


gge 






L5 5 5 


Pro Glu 


Gl ti 


Scr 


Ser 




Pro 


lie 


lie 


LVS 


Ax"g 


A la 




Glu 




G 1 v 


W- 


- > 


1556 


60 








65 










7 0 










7 5 


E- 


_ > 


15 58 
1550 


ata aat 

3 6 16 


ttc 


ttt 


gat 






aac 


agt 


tat 


tct 


gac 


gge 




age 


gaa 






156]. 


X J e Asn 


Phe 


P he 


Asp 


Thr 


Al a 






Tvr 


Se r 


Asp 


G 1 v 


So r 


Sor 


Gl U 


W- 


- > 


1562 








80 










85 










9 0 




E- 


_ > 


1564 

1 5 G 5 


gag ate 

3 6 6 4 


gtc 


ggt 


egc 


gca 


c ug 


egg 


gat 


ttc 


gee 


cgt 


cgn 


gaa 


gac 


gtg 






.1.56 7 


Glu lie 


Va 1 


Glv 


Arg 


Ala 




Arg 




Phe 


A 1 a 


£-*~g 




G.l u 


f fop 


Va 1 


W- 


- > 


1568 






95 










10 0 










105 






E - 


- > 


15 70 

157 1 


tjtlC cjtt 

3712 


gcg 






gtg 


ttc 


cat 


cgc 


crtt 


ggt 


gat 


tta 


ccg 


gaa 


gga 






1 573 


v cj. j. v a .l 


Ala 


Thr 


LVS 
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RAW SEQUENCE LISTING DATE: .12/ 2 6/2000 

PATH NT APPLICATION : US/09/6 7 3 , 19 8 TIME: 1.3:19:35 

InpuL Set : A:\1241.16 sequence.txt - 
Output Set: N:\CRF3\12262000\1673198.raw 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT APPLICATION : US/09/6 7 3 , 19 8 TIME : 13:19:35 

Input Stft : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\I673198.raw 

.167 5 3 3 

16 7 9 <210> SEQ ID NO: 13 
16 80 <211> LENGTH: 34 
16 81 <212> TYPE: DNA 

1682 <213> ORGANISM: Artificial Sequence 

1684 <220> FEATURE : 

1685 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic ON A 
1687 <400> SEQUENCE : 13 

E--> 1688 ccgaattctt atttaaatcc tacgacagga tgcg 
1689 34 

16 9 3 <210> SEQ ID NO: 14 
1694 < 2 1 1> LE NGTH : 3 3 

16 95 <212> TYPE; ON A 

1696 <213> ORGANISM: Artificial Sequence 

1698 <220> FEATURE: 

1699 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
1701 <400> SEQUENCE: 14 

E--> 1702 ccggatccat gagttttgat attgccaaat acc 
170 3 3 3 

17 0 7 <210> SEQ ID NO: 15 

1708 <211> LENGTH: 33 

1709 <212> TYPE: DNA 

'17.10 <213> ORGANISM: Artificial Sequence 
1712 <2 20> FEATURE: 

1.713 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
1715 <4 00> SEQUENCE : 15 
E--> 1716 ccgaattctt atgccagcca ggccttgatt ttg 
■1717 3 3 

1721 <210> SEQ ID NO: 16 

1722 <211> LENGTH: 33 
172 3 <212> TYPE: DNA 

1724 <213> ORGANISM: Artificial Sequence 
1726 <220> FEATURE: 

;i727 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
1729 <4 00> SEQUENCE: 16 
E.--> 1730 ccgaattctt actcattgtc cggtgtaaaa ggg 
1731 3 3 

17 3 5 <210> SEQ ID NO: 17 
1736 <211> LENGTH : 33 
17 37 <2.12> TYPE: DNA 

17 38 <213> ORGANISM : Artificial Sequence 
1740 <220> FEATURE: 

1.741 <223> OTHER INFORMATION: Description of: Artificial Sequence : Synthetic DNA 
'174 3 <4 00> SEQUENCE: 17 
E--> 1744 ccggatccat ggactttccg cagcaactcg aag 
1745 33 

1749 <210> SEQ ID NO: 18 
17 50 <211> LENGTH : 3 3 
17 51 <2I.2> TYPE: DNA 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT APPLICATION : US/09/6 73 , 19 8 TIME: 13 : 19 : 35 



Input; Sot : A:\1241.16 sequence.txt 
Output Set: N:\CRF3\12262000\l67 3198.raw 

1752 <213> ORGANISM: Artificial Sequence 

1754 <220> FEATURE: 

1755 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic ON A 
1757 <4 00> SEQUENCE: 18 

E--> 1758 ccgaattctt atttattacg ctggatgatg tag 

1759 33 

176 3 <23.0> SEQ ID NO: 19 

176 4 <211> LENGTH: 33 
1765 <212> TYPE: DNA 

176b <213> ORGANISM: Artificial Sequence 
1768 <220> FEATURE: 

1760 <223> OTHER INFORMATION : Description of Artificial Sequence : Synthetic DMA 
1771 <400> SEQUENCE: 19 

E--> 1772 ccggatccta atccctactc cactcctgct atg 
1773 33 

177 7 <210> SJ3Q TO MO: 20 
177 8 <2I1> LENGTH: 3 0 

17 7 9 <212> TYPE: DNA 

1780 <213> ORGANISM: Artificial Sequence 

1782 <220> FEATURE: 

1783 <223> OTHER INFORMATION: Description of Artificial Sequence : Syn thetic DNA 
17 85 <4 00> SEQUENCE: 2 0 

E--> 1786 gggggatcca agcaactcac cattctgggc 

1787 30 

17 91 <210> SEQ TU NO: 21 
1792 <211> LENGTH: 30 

17 93 <212> TYPE: DNA 

1794 <213> ORGANISM: Artificial Sequence 
179 6 <2 20> FEATURE : 

1797 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
.1799 <4 00> SEQUENCE: 21 
E--> 1800 gggggatccg ettgegagae gcatcacctc 
1801 30 

1805 <210> SEQ ID NO: 22 

1806 <211> LENGTH: 3 2 

18 0 7 <212> TYPE: DNA 

18 08 <213> ORGANISM: Artificial Sequence 
.1810 <220> FEATURE; 

1811 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
18.13 <400> SEQUENCE: 22 
E--> 1814 gggggatcca gttttgatat tgecaaatae cc 
1815 32 

1819 <210> SEQ ID NO: 2 3 

1820 <211> LENGTH: 32 
18 21 <2i2> TYPE: DNA 

, 18 2 2 <213> ORGANISM: Artificial Sequence 
18 24 <220> FEATURE: 

1825 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
18 27 <4 0O> SEQUENCE: 2 3 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATENT APPLICATION : US/09/6 73 , 19 8 TIME : 13: 19 : 35 

Input: Set : A:\1241.16 sequence. -txt 
Output Set: N:\CRF3\12262000\l67 319 8.raw 

E--> 1828 ggcjggatcct gccagccagg ccttgatttt gg 

1829 3 2 

18 33 <210> SEQ ID NO: 24 
18 31 <211> LENGTH: 3 0 
.1835 <212> TYPE: DMA 

1B36 <213> GRCANJ.SM: Artificial sequence 
183 3 <220> FEATURE : 

1839 <223> OTHER 1 N FORMATION : Description of Artificial Sequence : Synthetic DMA 
1841 <4 00> SEQUENCE: 24 
E--> 184 2 gggggatccg agcaactcac cattctgggc 
1843 30 

184 7 <2I0> SEQ TD NO: 2 5 
184 8 <211> LENGTH: 30 

184 9 <212> TYPE: DNA 

1850 <213> ORGANISM: Artificial Sequence 

185 2 <220> FEATURE: 

1853 <223> OTHER INFORMATION: Description of Artificial Sequence : Synthetic DNA 
1855 <400> SEQUENCE: 25 
E--> 1856 gggggatccg ettgegagae gcatcacctc 

1857 30 
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VERIFICATION SUMMARY 

PATENT APPLICATION : US/09/6 7 3 , 198 



DAT ill : 12/2 6/2000 
TIME: 13:19:36 



Input; Set : 
Output Set: 



A:\1241.16 sequexice.txt 
N:\CRF3\1226 200 0\l6 7 319 8.raw 



:9 M:201 W: Mandatory field data missing, FILE REFERENCE 

:11 M:270 C: Current Application Number differs, Replaced Current Application Number 
: 12 M:271 C: Current filing Date differs, Replaced Current Filing Date 



:402 M:254 E: 
:254 Repeated 
: 64 7 M: 254 E: 
:254 Repeated 
:772 M:254 E: 
: 254 Repeated 
:813 M:254 E: 
: 2 54 Repeated 
: 956 M : 254 E: 
:2 54 Repeated 
:1128 M:254 E 
:25 4 Repeated 



No. of Bases conflict, 
in SeqNo=6 

no. of Bases confl.ict, 
in SeqNo-^-7 

No. of Bases conflict, 
in SeqNo=»8 

No. of Bases conflict/ 
in SeqNo=9 

No. of Bases conflict/ 
in SeqNo^lO 

No. of Bases conflict, 
in SeqNo=ll 



LENGTH : I npu t : 0 Cou n ted : 4 8 S EQ : 6 
LENGTH : .1 nput : 0 Coun ted : 4 8 SEQ : 7 
LENGTH : Input: 0 Counted: 48 SEQ: 8 
LENGTH: Input :0 Counted: 48 SEQ: 9 
LENGTH : Input: 0 Counted: 48 SEQ: 10 
LENGTH: Input: 0 Counted: 60 SEQ: 11 
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PATENT APPLICATION: US/09/673,198 TIME: 13:19:36 



input Set : A:\1241.16 seguence.txt 
Output Set: N:\CRF3\1226 2O00\l6 7 319 8.raw 





1 3 6 6 


H 


336 


W : 


T n v a 1 i d 




Ac id 


Wi i in he* t" 




end i (in 


r\ r y x ^ j i z , 


SEQ 


ID 


11 


1 


1 'i7'.' 


M 


3 3 6 


w ■ 


1 11 V (J 1 X u 


Am I ci i"i 

r\lll _1. L J {J 




U J 1 11.} K~ .[. 




Cr\f] i nrr 

v, W \i L. t J \J 


y .1_ U 1 1 , 


SEQ 


r d 


*1 J 


L 


1 *7 fl 
J. J / o 




3 3 6 


w ■ 


JL' 1 J V CI I J. U 




A c j d 


Nu inbe r 




C r\f\ 1 r \ 

LUU .1. 1 1 


Region , 


SEQ 


1 d 


1 1 


i) 


13 84 


M 


336 


W : 


1 n '7>l 1 "i H 
J. J J / CX l . J- u 


Am i 


Ac: id 


llUJIIUL 1 






I?* ui i cm 
i\K y j. <.j l t / 


SEO 


ID 


1 1 


L 


.13 90 


!'J 


33 b 


W : 


I ii valid 


Amino 


Acid 


Number 


i n 


Cod inq 


Reg ion , 


SEQ 


ID 


11 


L 


1396 


M 


336 


W : 


Invalid 


Amino 


Acid 


Number 


in 


Cod i.ng 


Region, 


SEQ 


ID 


11 


b 


14 02 


M 


3 36 


W: 


invalid 


Amino 


Ac id 


Numbe c 


i h 


Cod i.ng 


Region, 


SEO 


ID 


11 


L 


1403 


M 


336 


W: 


lnval id 


Amino 


Acid 


Numbe r 


i it 


Cod i ng 


Region , 


SEO 


I'D 


11 


L 


1414 


M 


336 


W : 


Invalid 


Am i.no 


Ac id 


Number 


in 


Cod ing 


Region , 


SEQ 


ID 


11 


h 


14 20 


M 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region/ 


SEO 


ID 


11 


L 


1426 


M 


336 


W: 


Invalid 


Amino 


Ac id 


Number 


in 


Coding 


Region , 


SEO 


ID 


11 


L 


1432 


M 


336 


W: 


lnva.1 id 


Amino 


Acid 


Numbe r 


in 


Cod i ng 


Region, 


SEO 


ID 


1 1 


L 


1433 


M 


336 


W: 


invalid 


Am ino 


Acid 


Number 


in 


Coding 


Region , 


SEO 


ID 


1 1 


L 


'1444 


M 


336 


W.: 


Invalid 


Amino 


Ac i d 


Number 


in 


Coding 


Region, 


SEQ 


ID 


11 


L 


1450 


M 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Codiny 


Region , 


SEQ 


ID 


11 


J, 


14 56 


M 


3 36 


W: 


lnva.1 id 


Amino 


Acid 


Number 


i n 


Codi ii g 


Reg ion , 


SEO 


ID. 


VI 


L 


14 62 


M. 


336 


W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region , 


SEO 


ID 


11 


L 


14 6 8 


M 


336 


W: 


Invalid 


Amino 


Ac id 


Number 


in 


Coding 


Reg ion , 


SEQ 


10 


11 



L 


1 674 


H 


2 54 E 


NO 


of 


Bases 


conflict, 


LENGTH 


Input 


0 


Counted 


3 3 


SEQ 


12 


h 


1688 


M 


254 E 


NO 


of 


Bases 


con f lict, 


LENGTH 


Input 


0 


Counted 


34 


SEQ 


13 


L 


1702 


M 


2 54 E 


NO 


of 


Bases 


conf I ict, 


LENGTH 


Input 


0 


Counted 


33 


SEQ 


14 


L 


1716 


M 


254 E 


NO 


of 


Bases 


conflict; , 


LENGTH 


Inpu t 


0 


Counted 


33 


SEQ 


15 


L 


1730 


M 


254 E 


No 


of 


Bases 


conf Lict, 


LENGTH 


Input 


0 


Counted 


33 


SEQ 


1 6 


L 


174 4 


M 


2 54 E 


NO 


of 


Bases 


conflict, 


LENGTH 


Input 


0 


Counted 


33 


SEO 


17 


L 


1753 


M 


2 54 E 


NO 


of 


Bases 


conf 1 i ct, 


LENGTH 


Input 


0 


Cou nted 


3 3 


SEQ 


18 


L 


17 72 


M 


2 54 E 


NO 


of 


Bases 


conflict , 


LENGTH 


Inpu t 


0 


Counted 


33 


SEQ 


19 


L 


1736 


M 


254 E 


NO 


of 


Rases 


conf ] ict , 


LENGTH 


Inpn L 


0 


Conn ted 


30 


SEQ 


20 


L 


1800 


H 


254 E 


NO 


of 


Bases 


conflict, 


LENGTH 


Inpu t 


0 


Counted 


3 0 


SEQ 


21 


L 


IB 14 


M 


254 E 


NO 


of 


Bases 


conflict, 


LENGTH 


Input 


0 


Counted 


3 2 


SEQ 


22 


L 


1828 


M 


2 54 E 


NO 


of 


Bases 


conflict:, 


LENGTH 


Input 


0 


Counted 


32 


SEQ 


23 


L 


1842 


M 


2 54 E 


NO 


of 


Bases 


conflict, 


LENGTH 


Input 


0 


Counted 


30 


SEQ 


24 


L 


1856 


M 


2 54 E 


NO 


of 


Bases 


conf] ict, 


LENGTH 


Input 


0 


Counted 


30 


SEQ 


25 


L 


1997 


M 


254 E 


No 


of 


Bases 


conf 1 ict, 


LENGTH 


Input 


0 


Counted 


4 8 


SEQ 


27 


M 


2 54 


"■iepeated 


in SeqNo-27 


















L 


2 3 38 


M 


254 E 


No 


. of 


ftases 


conf Lie t , 


LENGTH 


Inpu t 


0 


Counted 


48. 


SEQ 


29 


M 


2 54 


Repeated 


in SeqNo-29 


















T. 


2 6 36 


M 


254 E 


No 


of 


Bases 


conflict, 


LENGTH 


Input 


0 


Counted 


4 8 


SEQ 


31 


M 


251 


Repeated 


in SeqNo-31 


















L 


2771 


M: 


254 E 


No 


of 


Bases 


conflict , 


LENGTH 


Input 


0 


Counted 


23 


SEQ 


32 


L 


2784 


M: 


254 E 


NO 


of 


Bases 


conf lict, 


LENGTH 


Input 


0 


Coun ted 


23 


SEQ 


33 


L 


2797 


M : 


254 E 


NO. 


of 


Bases 


con t" lict , 


LENGTH 


Input 


0 


Counted 


23 


SEQ 


34 



fiIe://C:\CRF3\OiUhold\Vsrl673 1 98.htm 



